Endophytic mycobiota on leaves, twigs and cupules of Fagus crenata were 3 investigated using a culture-dependent method over a growing season to test the 4 hypothesis that endophytic fungi of cupule (a woody phyllome) share some 5 components of the endophytic fungal assemblages with both leaves and twigs. A 6 total of 14 fungal taxa were isolated, and the most frequent taxon was Phomopsis 7 sp., followed by Xylaria sp., Ascochyta fagi and Geniculosporium sp. The 
Introduction 1 2
Endophytic fungi include those that can colonize internal plant tissues at some 3 time in their life without causing apparent harm to their host (Sieber 2007) . 4 Beech (Fagus spp.) is a dominant tree of cool temperate forests and has been 5 examined for endophytic fungi, with intensive efforts devoted to Japanese beech F. twigs were placed in 9-cm Petri dishes containing malt extract agar (malt extract 10 2% w/v, agar 2%; Nacalai tesque, Kyoto, Japan), with two disks/pieces per plate. 11
Plates were incubated at 20 °C in the dark and observed at 1, 4 and 8 weeks after 12 surface sterilization. Identification was primarily based on micromorphological 13 observations, with reference to Gams (2007). Some isolates were then used for 14 molecular analysis as described below. The frequency of an individual taxon was 15 calculated as the percentage of incidences based on the number of plant organs 16 with the taxon relative to the total number of the organ, for each sampling date. suggesting that these species had low levels of not only organ specificity but also 6 host specificity. 7
The NMDS ordination showed differences in the endophytic fungal 8 assemblages with respect to month and organ (Fig. 2) . The compositions of fungal 9 assemblages of leaves (leaf laminae and petioles) were generally dissimilar to 10 those of twigs (current and first year twigs) when compared for each sampling 
